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Schedule (+/-)

Thismorning
9:30 - 11:00 Presentation Data/ Advanced

11:00 - 11:15 Tea / coffee
11:15 - 13:00  R2 play time | Jan visit
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Genome Browser
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Genome Browser

Depending on how you approach the genome 
browser, different panels will become available 
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Genome Browser
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Genome Browser

R2 has 338 tracks implemented over the 
different versions and access groups
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Genome Browser from basic gene expression view

Click on Expression 
to go to xgeneview
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Other data types than mRNA



R2-support@amsterdamumc.nl R2-Platform

ÅThus far mostly looked at mRNA
ÅSimilar functionalities for the other datatypes

ÅaCGH/ SNP / miRNA / methylation / drug response / mutation

ÅSome with specific extentions/views
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aCGH / aCGH-like
ÅVisualization of aCGH(-like) data in the embedded genome browser of R2
ÅaCGH, NGS coverage based (Whole Genome or QDNAseq)
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aCGH / aCGH-like

Color intensity by coverage
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aCGH / aCGH-like cohort
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aCGH / aCGH-like cohort dataset
ÅEfficient CBSbin datasets
ÅCircular Binary Segmentation on raw reporter values

ÅExtend segments to meet halfway

ÅSuperimpose (SI) all segments within a cohort

ÅAnnotate SI segments by overlap with gene bodies
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CGH patterns as dataset
Å30k profiles

_mut
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Methylation data
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Average signal by group (color)
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Somatic mutation data
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Integrative Analyses

17
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Integrative analyses
ÅMultiple types of measurement on the same samples

ÅR2 can perform analyses on the basis of overlapping sample names in 2 
different data types
ÅE.g. mRNA vs miRNA

ÅΨ!ŎǊƻǎǎ ŘŀǘŀǎŜǘǎΩ ƻǇǘƛƻƴ ŦǊƻƳ wн ǇŜǊǎǇŜŎǘƛǾŜ

ÅR2 will automatically determine the intersection of overlapping samples
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Dataset Extender (2 types)

Ψ5ŀǘŀǎŜǘ 9ȄǘŜƴŘŜǊΩ
ÅWithin: only data on common genes will be 

analyzed.
e.g. mRNA of MYCN vs copynumber of MYCN etc..

ÅBetween: all vs all
e.g. mRNA of MYCN vs all miRNA identifiers

Ψ±ƛŜǿ ŀ ƎŜƴŜ ƛƴ н ŘŀǘŀǘȅǇŜǎΩ
Only look at a single 
combination
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mRNA vs miRNA
ÅAssess, which miRNAs are correlated with LIN28B mRNA expression

Molenaar et al, Nat Genet, 2012
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mRNA vs miRNA
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mRNA vs miRNA
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mRNA vs miRNA

Molenaar et al, Nat Genet, 2012

DNA 

amplification?
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mRNA vs aCGH

Indeed focal amplification

Around LIN28B
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Best correlating pairs miRNA vs gene express
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Relate Gene Expression to drug sensitivity
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Drug (IC50) data
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Correlate within genes (Gex vs Copynumber)
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Correlate within genes (Gex vs Copynumber)



R2-support@amsterdamumc.nl R2-Platform

View all reporters for a gene (module)

30
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Methylation arrays

A
sc

. 
g

e
n

o
m

e
 p

o
s

Average signal by group (color)



R2-support@amsterdamumc.nl R2-Platform

+
Integration Methylation vs Gene Expression

Hovestadt et al, Nature, 2014
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Whole genome sequencing data in R2
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Whole genome sequencing data in R2

Molenaar & Koster et al, Nature, 2012


